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<160> 7 
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<210> 1 
<211> 837 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (834) 

<400> 1 

atg gca gag atg egg ccg ggg cca ttg gtt ggg aaa cag etc aac gag 48 

Met Ala'ciu Mel Arg Pro Gly Pro Leu Val Gly Lys Gin Leu Asn Glu 
15 10 15 



1/12 



ctg ccc gac cac teg ccg ctg etc eag ccc ggc ctg geg gag etc agg 
Leu Pro Asp His Ser Pro Leu Leu Gin Pro Gly Leu Ala Glu Leu Arg 
20 25 30 



96 



cgc egg gtg eag gag gea ggc gte ccg eag aec ceg eag cet etc aea 
Arg Arg Val Gin Glu Ala Gly Val Pro Gin Thr Pro Gin Pro Leu Thr 
35 40 45 



144 



gac get ttc ctg ctg cgc ttc ctg cgc gcc egg gat ttc gat ctg gat 
Asp Ala Phe Leu Leu Arg Phe Leu Arg Ala Arg Asp Phe Asp Leu Asp 
50 55 60 



192 



ctg gee tgg cge tta atg aaa aae tat tat aaa tgg ega gea gaa tgc 
Leu Ala Trp Arg Leu Met Lys Asn Tyr Tyr Lys Trp Arg Ala Glu Cys 
65 70 75 80 



240 



eca gaa tta agt gea gat eta cgc cet aga agt ate ctt gga ctt ctg 
Pro Glu Leu Ser Ala Asp Leu Arg Pro Arg Ser He Leu Gly Leu Leu 
85 90 95 



288 



aaa get ggc tac eat ggc gtg etc agg tec egg gat tet act ggc agt 
Lys Ala Gly Tyr His Gly Val Leu Arg Ser Arg Asp Ser Thr Gly Ser 
100 105 110 



336 



aga gtt etc att tac aga att gea tac tgg gac eca aaa gtt ttt aea 
Arg Val Leu lie Tyr Arg He Ala Tyr Trp Asp Pro Lys Val Phe Thr 
115 120 125 



384 



get tat gat gta ttt cgt gta agt ctg ate aca tea gag etc att gta 432 
Ala Tyr Asp Val Phe Arg Val Ser Leu He Thr Ser Glu Leu He Val 
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130 135 140 

cag gag gtg gaa act caa cgc aat gga gtt aaa get ata ttt gac ctg 480 

Gin Glu Val Glu Thr Gin Arg Asn Gly Val Lys Ala He Phe Asp Leu 

145 150 155 160 

gaa ggc tgg cag gtt tct cat get ttc caa att acc cca tct gta gcc 528 

Glu Gly Trp Gin Val Ser His Ala Phe Gin He Thr Pro Ser Val Ala 

165 170 175 

aag aag att get get gta ctt aea gat tec ttt eea ctg aaa gtt cgt 576 

Lys Lys He Ala Ala Val Leu Thr Asp Ser Phe Pro Leu Lys Val Arg 

180 185 190 

ggg ate cat ttg ata aat gag cca gtc att ttc eat get gtc ttc tec 624 

Gly He His Leu He Asn Glu Pro Val He Phe His Ala Val Phe Ser 
195 200 205 

atg att aaa cca ttt ctg act gaa aag att aag gac egg att cat ctg 672 

Met He Lys Pro Phe Leu Thr Glu Lys He Lys Asp Arg He His Leu 
210 215 220 

cae ggg aae aac tac aaa tea age atg ctt cag eae ttc cca gac att 720 

His Gly Asn Asn Tyr Lys Ser Ser Met Leu Gin His Phe Pro Asp He 

225 230 235 240 

ctt cct egg gaa tat ggc ggt aaa gag ttc tec atg gag gat att tgt 768 

Leu Pro Arg Glu Tyr Gly Gly Lys Glu Phe Ser Met Glu Asp He Cys 

245 250 255 
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cag gag tgg aca aat ttt ata atg aag tct gaa gat tat etc age age 816 
Gin Glu Trp Thr Asn Phe He Met Lys Ser Glu Asp Tyr Leu Ser Ser 
260 265 270 

att tct gag acc ate eaa tga 837 
He Ser Glu Thr He Gin 
275 



<210> 2 
<211> 278 
<212> PRT 
<213> Mus inusculus 

<400> 2 

Met Ala Glu Met Arg Pro Gly Pro Leu Val Gly Lys Gin Leu Asn Glu 
1 5 10 15 

Leu Pro Asp His Ser Pro Leu Leu Gin Pro Gly Leu Ala Glu Leu Arg 
20 25 30 

Arg Arg Val Gin Glu Ala Gly Val Pro Gin Thr Pro Gin Pro Leu Thr 
35 40 45 

Asp Ala Phe Leu Leu Arg Phe Leu Arg Ala Arg Asp Phe Asp Leu Asp 
50 55 60 

Leu Ala Trp Arg Leu Met Lys Asn Tyr Tyr Lys Trp Arg Ala Glu Cys 
65 70 75 80 
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Pro Glu Leu Ser Ala Asp Leu Arg Pro Arg Ser He Leu Gly Leu Leu 
85 90 95 

Lys Ala Gly Tyr His Gly Val Leu Arg Ser Arg Asp Ser Thr Gly Ser 
100 105 110 

Arg Val Leu He Tyr Arg He Ala Tyr Trp Asp Pro Lys Val Phe Thr 
115 120 125 

Ala Tyr Asp Val Phe Arg Val Ser Leu He Thr Ser Glu Leu He Val 
130 135 140 

Gin Glu Val Glu Thr Gin Arg Asn Gly Val Lys Ala He Phe Asp Leu 
145 150 155 ' 160 

Glu Gly Trp Gin Val Ser His Ala Phe Gin He Thr Pro Ser Val Ala 
165 170 175 

Lys Lys He Ala Ala Val Leu Thr Asp Ser Phe Pro Leu Lys Val Arg 
180 185 190 

Gly He His Leu He Asn Glu Pro Val He Phe His Ala Val Phe Ser 
195 200 205 

Met He Lys Pro Phe Leu Thr Glu Lys He Lys Asp Arg He His Leu 
210 215 220 

His Gly Asn Asn Tyr Lys Ser Ser Met Leu Gin His Phe Pro Asp He 
225 230 235 240 
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Leu Pro Arg Glu Tyr Gly Gly Lys Glu Phe Ser Met Glu Asp He Cys 
245 250 255 

Gin Glu Trp Thr Asn Phe He Met Lys Ser Glu Asp Tyr Leu Ser Ser 
260 265 270 

He Ser Glu Thr He Gin 
275 



<210> 3 
<211> 2748 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 

<222> (1139).. (1342) 
<400> 3 

gaattcaaag ctctcagccc ggtaaccaag caccccagcc agctctcttt gtgattcagg 60 
ggttcacacc acaacacagc cgcttggcct tgttccctgg tgtttgctta atgttctcct 120 
acaccatgga ggagatttac ctctgctcct tttacttcca gcccacacaa aaatgaaaaa 180 
cgtctccaag gcaagagttc tgttttgagg atatcctcaa taatcggaac atggtctcta 240 
cccaagagcc actccatcag acattcttgc tctgagttcc tttaaggcct ctttcactcg 300 
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caaaatcagt gttttgtgaa catgcactgc atattaagag gagttagttt tgtggacttt 360 

cttctgttca ggtggcagtt caagtgtagg ataattttaa tggaaatgaa ggaaaaatac 420 

ttccgtglgt tcattcagat ttcgcggtca tctctgtgta ttcttcagca gacatccttc 480 

aggttcctta agtaagggtt ttgattgaga gactggtggc atctaaacac atacatcgtt 540 

agtgtttaaa aatgtgacct cccccacccg ctctcctttc tctagtagag ccagatgcca 600 

agate tggaa gcattttcct ggagagaagc aaggaggagg aggaggagac tgccaaaagg 660 

tgacttcctt gagttacatt ttggaaacta gttagaatgc cagagatggc ctgagctcag 720 

ccttaaggaa ggggtcagga ggagggttcc tgagtgtctg ctacccaagc taattaaaga 780 

gccgtttaca gtgttccctg attccaaaac ggacagaggg ggaagggcaa cgaggaaagg 840 

gtgagaaaag tctctggcag cctgattata aacatcccaa gtaacttttc gacttcccgt 900 

tctttaggtt caacactagt gactttccct tcccctggga ctggctgcgg ttaccctggt 960 

gagcaccgga gggcaccacg tgggcttctt taagagggcg ccgtgaccct tgcaccggcg 1020 

gggcacggga gatcggggcg gcccgggtga gtgtgcgtgg ggcggcgtcc acggcggggg 1080 

gcggagggtg gctctgggcc cgcacttttc cccctgtcgc cgggacagca cggcgggc 1138 

atg gca gag atg egg ccg ggg eca ttg gtt ggg aaa cag cte aac gag 1186 
Met Ala Glu Met Arg Pro Gly Pro Leu Val Gly Lys Gin Leu Asn Glu 
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15 10 15 

ctg ccc gac cac teg ccg ctg etc cag cce ggc ctg get gag etc agg 1234 
Leu Pro Asp His Ser Pro Leu Leu Gin Pro Gly Leu Ala GIu Leu Arg 
20 25 30 

cgc egg gtg cag gag gca ggc gtc ccg cag acc ccg cag cct etc aca 1282 
Arg Arg Val Gin Glu Ala Gly Val Pro Gin Thr Pro Gin Pro Leu Thr 
35 40 45 

gac get ttc ctg ctg cgc ttc ctg cgc gee egg gat tte gat ctg gat 1330 
Asp Ala Phe Leu Leu Arg Phe Leu Arg Ala Arg Asp Phe Asp Leu Asp 
50 55 60 

ctg gcc tgg ege gtaagtgtge accgggggeg ggcagagetc ggcgacggcg 1382 
Leu Ala Trp Arg 
65 

gaatccaege gcgccgagcg tggcagtgtg actgcaggcg cgcccagaac cccgatttcg 1442 
cccccgccga tgttttggtc ccegcegecg egaggaeatc ecgtggacta ctagggtect 1502 
tgggaattaa aeaaagtgga gatcectgtc ececggggtg ctcagetgtg ttaaetgaat 1562 
agataactag gtgtggaeag aggaegacga aatggaeatc taaaggcatc ttgaaaaaga 1622 
ctatgttaat agagctaaat gcacagtttg gcatgtttga macccagggc agtacagatg 1682 
atttctttta tgtttcaggt attcacaaca cactggcctt ggggcaagag agatggggcc 1742 
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ttagggtcag ggagatgcga ccltgacttt 
tcagtaactg tgaggacatg acagtagttt 
aacaagatgt gccaaaccct gtgcttggca 
cggatttcca acatgccctg ggtttatgaa 
gcaaaaaaca ccacaaacaa tacaaaacag 
aagaatttcc caacacaaac tctagttaga 
gttacgtcaa gcctgtgtaa caatgtcacg 
tgcaaatctc aactgcatgc tgttatagaa 
ctactctttt gggaatatct agtcagtttt 
cgggtgctgt taggccctat gctgatcgtt 
cgctgccatg ttcactgttc atctcttcat 
ctttttcttt tcttttcttt ttaatatcca 
aacaggtgag tattttcttc tctccctgac 
taaattggaa catatcctta ttgaacaaat 
gtttactgtt gaggagcgca ccacctttgc 



gtccctcttg gggtcagcac ccttatctgt 1802 
cgagaattgc acattaacct ggaatgctag 1862 
cggagaaagt agtcagtgat cagcaggctg 1922 
acttttttta ttggataagc accaagtatg 1982 
gaaaaacdtc aaaggaattt cctaaaagaa 2042 
ccttgaggac ccagaagtat ggcattacct 2102 
caaacatgcg ctgtgagttt atttttcctt 2162 
tcaggtcatg tgaacatgtg ctcacaccta 2222 
ttgtttgtgg ctgtagagat tgttaccggg 2282 
catccctaca ttcagtgatg ggggacccag 2342 
ttcatttgga gtttctcctt ctttttcttt 2402 
cacactgcct agcagtatac aaatgccatc 2462 
tgcatctaag ttggtctttg tctgtacaca 2522 
ccatcagttg ctgaagcacg acgcagacat 2582 
agggagtttt cagtgtttgc tactctgatg 2642 
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aaatgcacac tgcatagtga cgtctttttc tctctattgt tatgtacact gtcttaccaa 2702 
atrggatgta tgcctgctag atgaggatag ttttgcattt cattat 2748 



<210> 4 

<211> 68 

<212> PRT 

<213> Mus nusculus 

<400> 4 

Met Ala Glu Met Arg Pro Gly Pro Leu Val Gly Lys Gin Leu Asn Glu 
1 5 10 15 

Leu Pro Asp His Ser Pro Leu Leu Gin Pro Gly Leu Ala Glu Leu Arg 
20 25 30 

Arg Arg Val Gin Glu Ala Gly Val Pro Gin Thr Pro Gin Pro Leu Thr 
35 40 45 

Asp Ala Phe Leu Leu Arg Phe Leu Arg Ala Arg Asp Phe Asp Leu Asp 
50 55 60 

Leu Ala Trp Arg 
65 

<210> 5 

<211> 28 

<212> DNA 

<2I3> Artificial Sequence 
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• 



<400> 5 

gctaaagcgc atgctccaga ctgccttg 



28 



<210> 6 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<400> 6 

agcccacaca aaaatgaaaa acgtctccaa g 31 

<210> 7 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



<210> 8 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<400> 8 

aggaattcat ggcagagatg eg 22 

<210> 9 
<211> 22 



<400> 7 . 

tctctgcaat gcccgccgtg ctgtcccg 



28 
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<212> DNA 

<213> Artificial Sequence 
<400> 9 

agggcgtaga tctgcactta at 22 
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